
Study

Common effect model
Random effects model

Heterogeneity: I2 = 57%, τ2 = 0.0019, p = 0.01

INTERVAL (4896)
BioFinder (1496)
EGCUT (487)
KORA (1064)
NSPHS (866)
ORCADES (980)
STABILITY (2951)
STANLEY (344)
STANLEY (300)
VIS (901)

b

−0.208
−0.120
−0.280
−0.116
−0.089
−0.235
−0.143
−0.123
−0.288
−0.188

SE

0.02
0.04
0.06
0.04
0.04
0.05
0.02
0.08
0.08
0.05

−0.4 −0.2 0 0.2 0.4

−0.17
−0.17

−0.21
−0.12
−0.28
−0.12
−0.09
−0.24
−0.14
−0.12
−0.29
−0.19

95%−CI

[−0.19; −0.15]
[−0.21; −0.13]

[−0.25; −0.17]
[−0.19; −0.05]
[−0.40; −0.16]
[−0.20; −0.03]
[−0.17; −0.01]
[−0.32; −0.15]
[−0.19; −0.10]
[−0.27;  0.03]

[−0.44; −0.14]
[−0.28; −0.09]

(common)

100.0%
−−

31.5%
9.8%
3.5%
7.3%
8.4%
6.3%

23.1%
2.3%
2.3%
5.7%

Weight
(random)

−−
100.0%

16.4%
11.7%

6.7%
10.3%
11.0%

9.6%
15.4%

5.0%
5.0%
9.0%

Weight
OPG (TNFRSF11B) [chr8:120081031_C_T (rs2247769) (T/C) N=14285]

OPG (TNFRSF11B)−rs2247769
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Position on chr8 (Mb)

Study

Common effect model
Random effects model

Heterogeneity: I2 = 24%, τ2 = 0.0004, p = 0.21

INTERVAL (4896)
BioFinder (1496)
EGCUT (487)
KORA (1064)
NSPHS (866)
ORCADES (980)
RECOMBINE (448)
STABILITY (2951)
STANLEY (344)
STANLEY (300)
VIS (901)

b

−0.160
−0.196
−0.242
−0.128
−0.077
−0.140
−0.092
−0.115
−0.232
−0.147
−0.098

SE

0.02
0.04
0.06
0.04
0.04
0.05
0.05
0.02
0.07
0.08
0.05

−0.3 −0.1 0 0.1 0.2 0.3

−0.14
−0.14

−0.16
−0.20
−0.24
−0.13
−0.08
−0.14
−0.09
−0.11
−0.23
−0.15
−0.10

95%−CI

[−0.16; −0.12]
[−0.17; −0.11]

[−0.20; −0.12]
[−0.27; −0.13]
[−0.37; −0.12]
[−0.22; −0.04]
[−0.15; −0.00]
[−0.23; −0.05]
[−0.19;  0.01]

[−0.16; −0.07]
[−0.37; −0.09]
[−0.30;  0.01]

[−0.19; −0.01]

(common)

100.0%
−−

30.3%
9.4%
3.0%
6.1%
8.4%
5.9%
4.8%

22.1%
2.4%
1.9%
5.5%

Weight
(random)

−−
100.0%

22.2%
10.7%

4.1%
7.6%
9.8%
7.4%
6.3%

18.8%
3.4%
2.7%
7.0%

Weight
OPG (TNFRSF11B) [chr17:26694861_A_G (rs704) (A/G) N=14733]

OPG (TNFRSF11B)−rs704
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5 genes
omitted

LYRM9 NLK

PYY2

PPY2P

KRT18P55

TMEM97

IFT20

TNFAIP1

POLDIP2

TMEM199

MIR4723

SEBOX

VTN

SARM1

SLC46A1

SLC13A2

FOXN1

UNC119

PIGS

ALDOC

SPAG5

SPAG5−AS1

SGK494

KIAA0100

SDF2

SUPT6H

PROCA1

RAB34

RPL23A

SNORD42B

SNORD4A

SNORD42A

SNORD4B

TLCD1

NEK8

TRAF4

FAM222B

ERAL1

MIR451A

MIR451B

MIR144

MIR4732

26.2 26.4 26.6 26.8 27
Position on chr17 (Mb)


