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UsOo1— <-PPEF2 <-NAAA <-SDAD1 ART3—> <-SCARB2
il POVl Pt \ PPl .
LOC101928809—> <-NUP54 FAM47TE—
— H——H—H H—
<-CXCL9 FAM47E-STBD1—
[ ] [
<—CX.CL10
<-CXCL11
L
[ I I I I
76.7 76.8 76.9 77 77.1

Position on chr4 (Mb)

(QIN/IND) 1.l UoITRUIqUIOdaY



—logo(p—Vvalue)

—logo(p—Vvalue)
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eQTLGen: HGF (HGF)-rs5745687

0.8
0.6
0.4
0.2

(e
&Y

<-LOC105369146 <—HGF <-CACNA2D1
_<—L0C100128317 LOC101927356—>
| | | | | |
81.1 81.2 81.3 81.4 81.5 81.6
Position on chr7 (Mb)
SCALLOP: HGF (HGF)-rs5745687
r2
rs5745687
0.8 ®
0.6
0.4
0.2
® 0

<-LOC105369146 <HGF <—CACNA2D1
_ <L0C100128317 LOC101927356—>
| T T T T |
8l.1 81.2 81.3 814 81.5 81.6

Position on chr7 (Mb)
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60

40
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80

60

40

(QIAI/ND) BFel UOIFeUIGLIodDY

(QINJIND) 8res uoneuIqWod9Y
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eQTLGen: IL10RB (IL10RB)-rs2266590

® ".
v e

0.8
0.6
0.4
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OLIG2— <-L0OC101928107 IFNAR2— IFNARL— IFNGR2—>  <-DNAJC28
- H— —iH+—H ——H-Ha 4 H
LINC00945— <-LINC01548 <—IL10RB-AS1 <-TMEMS50B <~GART
HH H 1 i A
OLIG1— ILLORB—> SON—
] H—H+—+— H
I I I I I I
34.4 34.5 34.6 34.7 34.8 34.9
Position on chr21 (Mb)
SCALLOP: IL10RB (IL10RB)-rs2266590
_ 2
rs2266590
0.8 ‘
0.6 ..
0.4
0.2 é

OLIG2— <-L0C101928107 IFNAR2— IFNAR1— IFNGR2— <-DNAJC28
- H— —HH—H —+—H+HHa 4 H
LINC00945— <-LINC01548 <-IL10RB-AS1 <-TMEM50B <-GART
H H ' —— B H— -H—HHHHHH
OLIG1— ILLORB— SON—
[ ] H—+H++— H
[ I I I I I
34.4 34.5 34.6 34.7 34.8 34.9

Position on chr21 (Mb)

100

80

60

40

20
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80

60

40

(Q/IND) 8Yel uoreuIqUIodaY

(Q/IND) 8Yel uoireuIqUIodaY
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—logo(p—Vvalue)
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eQTLGen: IL-10 (IL10)-rs12123181

r2
0.8 ]
0.6 @
| 0.4 °
0.2
] o

RASSF5— DYRK3— MAPKAPK2—  <IL10 IL19— IL20—- <-FCMR <-FCAMR
—— %0 H—a —— " bt [ oti— witHH
<—EIF2D IL24— <—PIGR <Clorfll6
HHE ™ - C
I I I I I
206.7 206.8 206.9 207 207.1

Position on chrl (Mb)

SCALLOP: IL-10 (IL10)-rs12123181

rs12123181

RASSF5— DYRK3— MAPKAPK2—  <IL10 IL19— IL20—= <-FCMR <-FCAMR
— 0 —a ————— " ] ] o-i— UiHH
<—EIF2D IL24— <=PIGR <—Clorfll6
HHHHH HA EHHH |
[ I I I I
206.7 206.8 206.9 207 207.1

Position on chrl (Mb)

100

80

60

40
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(QIAI/ND) BFel UOIFeUIGLIodDY

(QINJIND) 8res uoneuIqWod9Y
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eQTLGen: IL-15RA (IL15RA)-rs2228059
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FAM208B — <-ANKRD16 <IL15RA <I|L2RA RBM17—> PFKFB3—
Hrivirir — ha HEHI e . Pt M AR

<-GDI2 FBXO18—> MIR3155A—

- H—HHH— I
<-MIR3155B

I

[ I I I I
5.8 5.9 6 6.1 6.2

Position on chr10 (Mb)

SCALLOP: IL-15RA (IL15RA)-rs2228059

rs2228059
®

®
@
~

2 | 100
0.8
0611 g0
0.4
0.2

40

20

0
FAM208B—> <-ANKRD16 <=IL15RA <=|L2RA RBM17—> PFKFB3—
A A e —rh . Pt ¥ A
<GDI2 FBXO18—> MIR3155A—
- H—HHHHH— |
<-MIR3155B
|
| | | | |
5.8 5.9 6 6.1 6.2

Position on chr10 (Mb)

— 100

(Q/IND) 8Yel uoreuIqUIodaY

(Q/IND) 8Yel uoireuIqUIodaY
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10 —

eQTLGen: IL-17C (IL17C)-rs17700884

0.8
0.6
0.4
0.2

ZNF469— ZC3H18— <-MVD <-RNF166 CDT1—= TRAPPC2L—
_— ——i—t—H— i HH - HE

ZFPM1—> IL17.C—> <—SHI\LAI3 <PIEZO1 <—All|3RT <—PAB.PN1L

MIR5189— <-CYBA CTu2—> <-GALNS

1 HH HE HHH——
SNAI3-AS1— LOC339059— <-CBFA2T3
—a— " BHHH—
<—MIR4722 LOC101927793—
1 ]

LOC100289580—
=
[ I I I I
88.5 88.6 88.7 88.8 88.9

Position on chrl6 (Mb)

SCALLOP: IL-17C (IL17C)-rs17700884

15

rs17700884

ZNF469— ZC3H18— <-MVD <-RNF166 CDT1—= TRAPPC2L—

_— ——i—t—H— i HH - HE
ZFPM1—> IL17.C—> <—SHI\_I‘AI3 <PIEZO1 <—All|3RT <—PAB.PN1L

MIR5189— <-CYBA CTu2—> <-GALNS

1 HH HE HHH——
SNAI3-AS1—> LOC339059—> <-CBFA2T3
—a— " BHHH—
<—MI|?4722 LOC101927793—'>'

LOC100289580—
=
[ I I I I
88.5 88.6 88.7 88.8 88.9

Position on chrl6 (Mb)
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(QIAI/ND) BFel UOIFeUIGLIodSY



ILIR1—>  |LIRL2—> ILIRL1— ILIBRAP—  SLC9A4— SLC9A2—>
IL18R1—>
MIR4772—>
| | | | | |
102.7 102.8 102.9 103 103.1 103.2
Position on chr2 (Mb)
SCALLOP: IL-18R1 (IL18R1)-rs2270297
r2
1000 rs2270297
7 0.8 & By ORaco
0.6 oo o ]
800 — 0 ) ° °
0.2 o Py © O% OO.O
o
>
2 600
R
|

—logso(p—Vvalue)
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eQTLGen: IL-18R1 (IL18R1)-rs2270297
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0.4
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70297

200

ILIR1—> ILIRL2—> ILIRL1—> ILIBRAP—  SLC9A4—> SLC9A2—>
' T ek o " PR PR AR :
IL18R1—>
-
MIR4772—>
| | | | | |
102.7 102.8 102.9 103 103.1 103.2

Position on chr2 (Mb)

100

80

60
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(Q/IND) 8Yel uoreuIqUIodaY

(Q/IND) 8Yel uoireuIqUIodaY
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eQTLGen: IL-18 (IL18)-rs5744249

0.8

0.4

rs5 i4x49
° .. )

o © ®o

<-CRYAB DLAT— SDHD—> <IL18 BCO2— <-PLET1
[ Bttt i i e H— bt
HSPB2— <-PIH1D2 TEX12— PTS— LOC283140—
L} HH HH HH F + +Hi
HSPB2-Clilorf52— Cliorf57— LOC100132686—>
—— Ha ]
Cllorf52— <-TIMM8B
Lo | [ ]
DIXDC1—
[ I I I I
111.8 111.9 112 1121 112.2

Position on chrll (Mb)

SCALLOP: IL-18 (IL18)-rs5744249

0.8
0.6
0.4
0.2

rs5744249

I.‘.'Q

603&&0

e
o ® °

®

<-CRYAB DLAT— SDHD—> <IL18 BCO2— <-PLET1
HH HHH—— HH HH— H—+H—H HH
HSPB2— <-PIH1D2 TEX12— PTS— LOC283140—
L} HH HH HH F + +Hi
HSPB2-Cllorf52—> Cllorf57— LOC100132686—
—— Ha ]
Cllorf52— <-TIMM8B
— )
DIXDC1—
[ I I I I
111.8 111.9 112 1121 112.2

Position on chrll (Mb)

100

60
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40

(QIAI/NID) B¥el UoTRUIqWIODDY

(QIAI/NID) ¥Rl UoTRUIqWIODDY
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eQTLGen: IL-7 (IL7)-rs112359206

15 —

032 SRAUIT,
}.x",. lv}" i ,"(‘

¥ o

rz — lOO

(e
Q@
¥ WS

PKIA—> ZC2HC1A—> <IL7
—H———a W
<—PKIA-AS1 <-LOC101241902
—H ]
| | | | | |
79.4 79.5 79.6 79.7 79.8 79.9

Position on chr8 (Mb)

SCALLOP: IL-7 (IL7)-rs112359206

15

rs112359206

2 — 100

PKIA— ZC2HC1A— =IL7
b —————————1
<-PKIA-AS1 <-L0OC101241902
—H ]
[ I I I I I
79.4 79.5 79.6 79.7 79.8 79.9

Position on chr8 (Mb)
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eQTLGen: IL-8 (IL8)-rs6446951

200 —
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100 —
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AFM— <-RASSF6 CXCL8— CXCL6— <-PF4
-HHHI —H——— - [ ] L}
LOC728040— PF4V1— < PPBP
— ) L]
CXC.L1—>
I I I I I
74.4 74.5 74.6 74.7 74.8

Position on chr4 (Mb)

SCALLOP: IL-8 (IL8)-rs6446951

15

rs6446951

®

%

AFM— <—RASSF6 CXCL8— CXCL6—> <-PF4
- - [ n [
LOC728040— PF4V1— <PPBP
— 1 []
CXC.L1—>
I I I I I
74.4 74.5 74.6 4.7 74.8

Position on chr4 (Mb)
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eQTLGen: TNFB (LTA)-rs2229092

(Q/IND) 8rel uoireuIqUIodaY

<-HLA-B MICA— HCP5— MCCD1— LTA—> AlIF1— <-Cé6orf47 <LY6G6E <=VWA7
= H—H ] [ " . [) " [
<-MIR6891 LINC01149— MICB— NFKBIL1— PRRC2A— <-ABHD16A MSH5—  <-LSM2
| [ H—H — HEE D0 HH—-O —

HCG26—> <-DDX39B <-LTB MIR6832— <-MIR4646 SAPCD1—>
L} HHHH [} ] I [ ]

<-ATP6V1G2-DDX39B  SNORA38—> <-LY6G5C <-DDAH2 <-VARS
(] | H [ 1

<-SNORD117 <-NCR3 <BAG6 LY6G6F — <-HSPA1L
| H =7 H (3] 1 gene
<—SN(I)RD84 APQ.M—> LY6GH6D—> HSPAlA? omitted
DDX39B-AS1— < GPANK1 <LYBG6C
1 m H
< ATP6V1G2 CSNK2B— MPIG6B—
n ] u
TNF— LY6G5B— <CLIC1
- [ ] HH
LST1— MSH5-SAPCD1—
| ] HH——-—
I T T T I
31.3 31.4 315 31.6 31.7
Position on chr6 (Mb)
SCALLOP: TNFB (LTA)-rs2229092
rs2229092 5 — 100
- @ r
— 80
0.8

(Q/IND) 8rel uoireuIqUIodaY

<-HLA-B MICA— HCP5— MCCD1— LTA—> AlF1— <-Cé6orf47 <-LYBG6E <VWA7
L} H— [ ] L} a [ ] [ ] H -
<-MIR6891 LINC01149—  MICB— NFKBIL1—> PRRC2A— <-ABHD16A  MSH5—>  <-LSM2
] ] H—H — HENZD D1 HH—0 —

HCG26—> <-DDX39B <-LTB MIR6832— <-MIR4646 SAPCD1—>
L} HHH [} 1 I n

<-ATP6V1G2-DDX39B  SNORA38— <-LY6G5C <-DDAH2 <-VARS
(] | H [ 1

<-SNORD117 <—NCR3 < BAG6 LY6G6F— <-HSPA1L
1 H -_— H - 1 gene
<—SN(I)RD84 AP(B.M i LY6GM6D—> HSPA:LA:> omitted
DDX39B-AS1— <-GPANK1 <=LY6G6C
1 - "
< ATP6V1G2 CSNK2B— MPIG6B—
n " m
TNF— LY6G5B— <CLIC1
[} [ W
LST1— MSH5-SAPCD1—
[ [T
I I I I I
31.3 31.4 315 31.6 31.7

Position on chré (Mb)



—logso(p—Vvalue)

—log4o(p—Vvalue)

eQTLGen:

MMP-1 (MMP1)-rs471994

40_ 2

rs471994

<MMP20 <MMP27 <MMP10 <MMP3 <MMP13
H———HH—— H—H et W B
< MMP8 WTAPP1— <-MMP12
O 1 [
<MMP1
[
I I I I I
102.5 102.6 102.7 102.8 102.9

Position on chrll (Mb)

SCALLOP: MMP-1 (MMP1)-rs471994

200 —
0.8

150

100

50

rs471994

g o

<-MMP20 <MMP27 <-MMP10 <-MMP3 <MMP13
H— i+ HH—H HHH HH HHH
<MMP8 WTAPP1—>  <~MMP12
BHHH s HHH
<MMP1
(]
| | | | |
102.5 102.6 102.7 102.8 102.9

Position on chrll (Mb)

100

100

(Q/IND) 8Yel uoreuIqUIodaY

(Q/IND) 8Yel uoireuIqUIodaY
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eQTLGen: uPA (PLAU)-rs55744193

2 | 100
150 — ‘. 08 ||
. o “ os ||
° 0..’ 0.4
[ ] 0.2 |~ 60
100 - coone ou’ ’”
«® o © L
° olfipe™e oo® o ® e ° 40
® L4 ° o o
50 1 ® L4 )
o’ o — 20
‘ [ ° ° °
0 0
< AGAP5 SEC24C— < CAMK2G <—C100rf55 VCL—> ADK—>
—H—H H+—Ham HHH— - + HH— —
<-BMS1P4 FUT11— PLAU— < AP3M1
H—iH H ] HH—
GLUD1P3— ZSWIM8—
1 s |
CHCI-.|D1—>
<ZSWIM8-AS1
H
<-NDST2
]
I I I I I
75.5 75.6 75.7 75.8 75.9
Position on chr10 (Mb)
SCALLOP: uPA (PLAU)-rs55744193
30 > | 100

rs55744193
L 4

<-AGAP5 SEC24C— < CAMK2G <—C100rf55 VCL— ADK—
BH—tH H—ED CHtHH—H—TH———H e t # 8 —
<-BMS1P4 FUT11— PLAU— <-AP3M1
i M -
GLUD1P3—  ZSWIM8—
[ i
CHCHD1—>
"
<—ZSW|'|-\./|8-ASl
<-NDST2
=
I I I I I
75.5 75.6 75.7 75.8 75.9

Position on chr10 (Mb)

(QIAI/ND) BFel UOIFeUIGLIodSY

(QIAI/ND) BFel UOITeUIGLIodDY
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000 — 04 Se
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rs3gl4874 8 @
I 500 —

—logo(p—Vvalue)

eQTLGen: EN-RAGE (S100A12)-rs3014874

0
<-SPRR2C  LELP1— LOR— <-PGLYRP4 <-S100A8 <-S100A7 <-S100A6 <-S100A16
L} H H i i H L] [ g}
<-SPRR2G PRR9— <-PGLYRP3 S100A9—  S100A7A— <-S100A5 <-S100A14
[ ) o H Hm H "
LOC101928009—> <-S100A12  <-S100A7L2 <-S100A4 <-S100A13
H— L H L —
LOC101328034—>
<-S100A3
L]
<-S100A2
H
[ I I I I
153.1 153.2 153.3 153.4 153.5

Position on chrl (Mb)

SCALLOP: EN-RAGE (S100A12)-rs3014874

40 — 5
rs3014874 r
@
‘ 0.8
30 — ® 0.6

<-SPRR2C  LELP1— LOR— <-PGLYRP4 <-S100A8 <—S100A7 <-S100A6 <-S100A16
L} H H i i H L] [ g}
<-SPRR2G PRR9— <-PGLYRP3 S100A9—  S100A7A— <-S100A5 <-S100A14
L} L] HHHH H HE H [ ]
LOC101928009—= <-S100A12  <-S100A7L2 <-S100A4 <-S100A13
H— L H L —
LOC1018‘28034—>
<—Sl.00A3
<-S100A2
H
[ I I I I
153.1 153.2 153.3 153.4 153.5

Position on chrl (Mb)
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(Q/IND) 8Yel uoieuIqUIodaY

(Q/IND) 8rel uoieuIqUIodaY
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eQTLGen: SIRT2 (SIRT2)-rs144373891

20 — [ ]

0.8
0.6

EIF3K— <-CAPN12 <LGALS4 <—RINL <-SARS2 <—FBX027 ACP7—
HH HEHE HH BHH - Ha
ACTN4— < LGALS7 <=ECH1 <-SIRT2 <—FBXO0O17 PAK4—
H — HaH HHH— —
LGALS7B— NFKBIB—
| ] [ = ]
<—HNRNPL <—CCER2
HHH H
MRPS12—
H
| | | | |
39.2 39.3 39.4 39.5 39.6
Position on chrl9 (Mb)
SCALLOP: SIRT2 (SIRT2)-rs144373891
30 | rs144373891
®
0.8
25 06 .
0.4
20 0.2 °
°
15 @
°
10 — ®

EIF3K— <-CAPN12 <-LGALS4 <-RINL <-SARS2 <-FBX027 ACP7—
—HH HEHN HH EHH H—H o —HH
ACTN4— <-LGALS7 <=ECH1 <-SIRT2 <-FBXO017 PAK4—
H — H—HH HHH—A —
LGALS7B— NFKBIB—
L] Ha
<-HNRNPL <-CCER2
Dt [
MRPS12—
H
[ I I I I
39.2 39.3 39.4 39.5 39.6

Position on chrl9 (Mb)
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eQTLGen: SLAMF1 (SLAMF1)-rs60094514
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NCSTN—> <SLAMF6 <CD84 < SLAMF1 <CD48 SLAMF7—> LY9—> <ITLN1
H—H— -_——— H——H H— —. H—HH H#

NHLH1—> <. CD244

H HHH—

VANGL2—>
—H+Ha
| T T T |
160.4 160.5 160.6 160.7 160.8

Position on chrl (Mb)

SCALLOP: SLAMF1 (SLAMF1)-rs60094514

2
.
rs60094514

0.8 "

0.6

()
0.4 o
0.2 °

NCSTN—> <SLAMF6 <-CD84 < SLAMF1 <CD48 SLAMF7—> LY9—> <ITLN1
H—H— -_——— H——H H— —. H—HH H#

NHLH1—> <..D244

H HHH—

VANGL2—>
—H+Ha
| T T T |
160.4 160.5 160.6 160.7 160.8

Position on chrl (Mb)
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eQTLGen: ST1AL1 (SULT1A1)-rs149278

I’2
_ {
. 6 @cé® e
<-NPIPB6 <-CLN3 <-NUPR1 <-SULT1A2 NPIPB9— ATXN2L—
— —+HHH [ ] H H-+HH HHIE
<EIF3CL <TUFM
H—H H—HH -
<EIF3C <MIR4721
H-H—H— —H—HH |
<-MIR6862-1 SH2B1—
1 I —+aH
. <MIR6862-2 .
APOBR—> SGF29— NPIPB8—
- i —++H
<|L27 <-SULT1A1
HH oo—+
I I I I I
28.4 28.5 28.6 28.7 28.8
Position on chrl6 (Mb)
r? rs149278
7] 0.8
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— 0.4
0.2
| D
@] ..
| o8
o
" caelt
RN ope
<-NPIPB6 <-CLN3 <-NUPR1 <-SULT1A2 NPIPB9— ATXN2L—
— —+HHH [ ] H H-+HH HHIE
<EIF3CL <TUFM
H—H H—HH -
<EIF3C <MIR4721
HH—— —H—HH I
<-MIR6862-1 SH2B1—
1 I —+aH
. <-MIR6862-2 .
APOBR—> SGF29— NPIPB8—
- i —+H
<IL27 <-SULT1A1
HH oo—+
I I I I I
28.4 28.5 28.6 28.7 28.8

Position on chrl6 (Mb)

100

100
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(Q/IND) 8Yel uoieuIqUIodaY
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eQTLGen: TGF-alpha (TGFA)-rs72912115

rs72912115
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<-TIAL <-SNRPG < TGFA <-ADD2
e i et f e
PCYOX1— <-TGFA-IT1 <=FIGLA
H—tm — i
<-FAM136A
H
[ I I I I I
70.5 70.6 70.7 70.8 70.9 71

Position on chr2 (Mb)

SCALLOP: TGF-alpha (TGFA)-rs72912115

rs72912115

Position on chr2 (Mb)

<-TIAL < SNRPG < TGFA <-ADD2
e A i . )
PCYOX1—> < TGFA-IT1 <FIGLA
H—im — —H
<-FAM136A
H
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eQTLGen: LAP (TGFB1)-rs1800472

10 — 2
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8 0.6

CYP2A13—> CYP2S1— HNRNPUL1—> <-B9D2 BCKDHA— <-PCAT19 CEACAM21—
Hl (R HH-HHH—H—I0 HH -+ — 1
CYP2F1— AXL— CCDC97— <-EXOSC5 LINC01480—
H-HH - —Ha HH L}
< TGFB1 <-B3GNT8
—HH L]
TMEM91— <-ATP5SL
i H
ERICH4—
L}
[ I I I I I
41.6 41.7 41.8 41.9 42 42.1

Position on chrl9 (Mb)

SCALLOP: LAP (TGFB1)-rs1800472

rs1800472
L 4

CYP2A13—> CYP2S1—> HNRNPUL1—> <-B9D2 BCKDHA—  <-PCAT19 CEACAM21—
wa W HH-HH—H— D B —H —_— [E .
CYP2F1— AXL— CCDC97— <-EXOSC5 LINC01480—
HHH B —Ha i "
<-TGFB1 <-B3GNT8
b ]
TMEM91— <-ATP5SL
— [ 2]
ERICH4—
[
[ I I I I I
41.6 41.7 41.8 41.9 42 42.1

Position on chrl9 (Mb)
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eQTLGen: TNFRSF9 (TNFRSF9)-rs1776354

0.8 ° o
z.i P o %
02 o @%088 °
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[ ] [ 1) ‘ o *
e oqa
° r.“. o O%%%Qwﬁ)
° ® o ° mc@g) 9
«e °e ©o @
] M rsl7763!% s @
oo AT, T L 2

CAMTA1— PER3— <-TNFRSF9 <-ERRFI1
3 FEH—E B [ i
VAMP3— <UTS2 PARK7 —
H W WH-H——
I I I I I
7.8 7.9 8 8.1 8.2

Position on chrl (Mb)

SCALLOP: TNFRSF9 (TNFRSF9)-rs1776354

rs1776354

CAMTA1— PER3— <-TNFRSF9 <-ERRFI1
i -
VAMP3— <-UTS2 PARK7—
Ha HH HH——
[ I I I I
7.8 7.9 8 8.1 8.2

Position on chrl (Mb)
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eQTLGen: TRAIL (TNFSF10)-rs574044675

0.8
0.6
0.4
0.2

1;2 17|2.1 17|2.2 17|2.3 17|2.4
Position on chr3 (Mb)
SCALLOP: TRAIL (TNFSF10)-rs574044675

0.8
0.6
0.4
0.2

rs574044675
L 4

6}
@ °

o &

FNDC3B—

<-GHSR
[0

<-TNFSF10 <-NCEH1
Hvih [

ECT2—>
[rm

[
172

I I I
172.2 172.3 172.4
Position on chr3 (Mb)
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80
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eQTLGen: TRANCE (TNFSF11)-rs4512994

rs4542994
= YY)

-

0.8
0.6
0.4
0.2

AKAP11— LOC105370177— TNFSF11—> FAM216B —
3] ———————————1 I O
<—LINC.01050
<-LINC00428
——
I I I I I I
42.9 43 43.1 43.2 43.3 43.4

Position on chrl3 (Mb)

SCALLOP: TRANCE (TNFSF11)-rs4512994

rs4512994

AKAP1l1— LOC105370177— TNFSF11— FAM216B —
=] ———————————1 I O
<—LINC.01050
<-LINC00428
——
I I I I I I
42.9 43 43.1 43.2 43.3 43.4

Position on chrl3 (Mb)
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eQTLGen: TWEAK (TNFSF12)-rs34790908

rs34790908

(Q/IND) 8rel uoireuIqUIodaY

Position on chrl7 (Mb)

SCALLOP: TWEAK (TNFSF12)-rs34790908

EIF5A— TNK1—> TMEM102—> POLR2A—> TNFSF13— SHBG—>  <TP53 DNAH2—
- Ha | ] —an . ] —a H—
< GPS2 <PLSCR3 CHRNB1— TNFSF12—> <FXR2 ATP1B2—> EFNB3—
| ] - —a - B Haa Ha
< NEURL4 < TMEM256 <ZBTB4 TNFSF12-TNFSF13— WRAP53—> RPL29P2—
L ] -—_— —a -—a 1
ACAP1— NLGN2— SLC35G6— SENP3— < SAT2
—HHN Haa ] [ 1 ] ]
KCTD11—> SPEM1—> SENP3-EIF4A1—> 3 genes
TMEI\./I95—> c170£f74—> E|Fz|1|§1—> omitted
< TMEM256-PLSCR3 SNORA48—
o ]
FGF11—> SNORD10—>
SNORAG7—
]
CD68—
a
I T T T 1
7.3 7.4 7.5 7.6 7.7

rs34790908

(Q/IND) 8rel uoireuIqUIodaY

Position on chrl7 (Mb)

EIF5A— TNK1—= TMEM102— POLR2A—> TNFSF13— SHBG—> <TP53 DNAH2—
- Ha [ ] —am—. [ ] —a H—
<-GPS2 <-PLSCR3 CHRNB1—> TNFSF12— <-FXR2 ATP1B2— EFNB3—
. [ in—in %3] @—— Ha Ha
<-NEURL4 <-TMEM256 <-ZBTB4 TNFSF12-TNFSF13— WRAPS53— RPL29P2—
- ] _-_— —a H—a 1
ACAP1—> NLGN2— SLC35G6—> SENP3— <-SAT2
(S 1] i ' - 1
KCT[.)11—> SPEIl\/I1—> SENP3-EIF4A1— 3 genes
TMEI\./|95—> C170£f74—> EIFéilli.Al—> omitted
<-TMEM256-PLSCR3 SNORA48—>
o 1
FGF11—> SNORD10—>
[} ]
SNOF\’IA67—>
CD68—
a
[ I I I I
7.3 7.4 7.5 7.6 7.7



eQTLGen: TNFSF14 (TNFSF14)-rs344562

2 — 100
200 — °
08 ° — 80
0.6 o9
5 150 — 0.4
E 0.2 o ~ 60
% 100
S’
|
50
0
<KHSRP  <TUBB4A <CD70 < TNFSF14 < GPR108 VAV1— ADGRE1—
] - [ oo ] ;] [ ] s+ H——HH+
<-MIR3940 TNFSF9— <C3 <-SH2D3A
1 H HHHHHHE -
< SLC25A41 < MIR6791
HH ]
<-SLC25A23 TRIP10—
H—HH HH
CRB3—
-
<-DENND1C
B
| | | | |
6.5 6.6 6.7 6.8 6.9
Position on chrl9 (Mb)
SCALLOP: TNFSF14 (TNFSF14)-rs344562
80 — ~
r? rs344562 100
4
0.8
60 — 0.6 ~ 80
©
=]
g
2
§
|

(Q/IND) 8rel uoieuIqUIodaY

<—KHSRP <-TUBB4A <-CD70 <-TNFSF14 <—GPR108 VAV1— ADGRE1—>
b [ P o+ - —— N Ot
<-MIR3940 TNFSF9— <C3 <-SH2D3A
1 ) B (S
<SLC25A41 <MIR6791
P )
<-SLC25A23 TRIP10—
i )
CRB3—
]
<-DENND1C
=y
I I I I I
6.5 6.6 6.7 6.8 6.9

Position on chrl9 (Mb)
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eQTLGen: VEGF_A (VEGFA)-rs6921438

I,2
®
0.8
0.6
_ .. 0.4
0.2
®

POLR1C—= POLH— RSPH9— VEGFA— LINCO1512—  <-L0C101929705
— A+ i —tt e — - —
< XPO5 < GTPBP2 C6orf223—

BB - -
MAD2L1BP—
[ET
<-MRPS18A
HH—
I I I I I I
435 43.6 43.7 43.8 43.9 44

Position on chr6 (Mb)

SCALLOP: VEGF_A (VEGFA)-rs6921438

POLR1C—~ POLH— RSPH9— VEGFA— LINC01512—  <-L0OC101929705
— A+ ——tt e — -
<-XPO5 <-GTPBP2 C6orf223—

B - -
MAD2L1BP—
[RTe
<-MRPS18A
HH—
I I I I I I
43.5 43.6 43.7 43.8 43.9 44

Position on chré (Mb)
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